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We conducted a long-term experimental evolution with
B. cenocepacia that selects for daily cycles of adherence
and dispersal. Sequencing of replicate populations
revealed the persistence of lineages with independent
mutations in the yciR gene, which physically and
enzymatically links the perception of the BDSF quorum
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We have generated isogenic mutant strains to study the

Inoculate with Add 24 Hour Bead to Add 24 Hour Bead to individual yciR mutant alleles in isolation.
Ancestral Clone Fresh Media and Fresh Bead Fresh Media and Fresh Bead
‘ [ O | To examine how each allele impacts the timing of
o T > > > attachment and dispersal, we will assay the isogenic mutants

for:
e |ntracellular levels of c-di-GMP

Mutations are Detected throughout yciR Domains

| evolved mutation * Biofilm PFO?UCI?OH. e
e R Y1 2 S Y2 ? * Fitness in planktonic and biofilm environments
— > = > > > & & :
= oy ~ :
R o arouth Nt oot GGDEF EAL il Hypothesis Using RNAseq we will determine the yciR regulon in the
P o < B < B T . . . presence and absence of BDSF.
@ BDSF is a dispersal signal
\ ¥ \F P 8
b + + 1 .
e — P 0 50 100 1;0 2;0 2;0 3;0 3;0 ‘;0 4;0 5:,0 520 J,o 620 700 that can be cheated Our collaborators are currently performing:
, . Amino Acids . : : , * Functional studies to examine how the yciR alleles impact
__ Polyst PAS: BDSF Sensin
= Bgakg(&g;frf) g Diguanylate cyclase Phosphodiesterase by mutations in yciR DGC and PDE enzymatic activities

e Structural studies to examine how the yciR alleles impact

— 24 Hour Bead
BDSF binding and conformation changes

with Biofilm




