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to novel cell types Figure 1: Orthogroup gain and loss in Cnidaria. A time-calibrated phylogenetic tree showing the relationships between
) 72 cnidarians and 25 outgroup taxa. Node pie charts reflect the proportion of gene family gains and losses in ancestral
genomes; sizes are scaled to the total number of changes. Focal nodes are circled, and their divergence times (in million > o . > @ . > -
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of years) are indicated. Species included in the SAMap gene expression analysis have colored tip labels that match the SRR 0’;2 d b°'° O 02‘ . b°'°° S 02‘°‘
color scheme in Figure 2B. Silhouette images are from PhyloPic (https://www.phylopic.org/). ¢ ' : ¢ ' ' "

Number of OrthoGroups

Number of OrthoGroups

72 cnhidarian and 25 OrthoFinder®

outgroup proteomes Find Orthologous
Groups (OGs) of genes

!\.ineage-specific genes are Ofte? expressed in lineage-specific cell types Figure 3: Functional categorization of orthogroup gain and loss. Each panel shows gene

family (OG) gains (bars above the x-axis) and losses (bars below) in key nodes in Cnidaria for
a specific function. Nodes with significant enrichment in gains or losses are highlighted.
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